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1 <110> APPLICANT: Gu, Yizhong 

3 <120> TITLE OF INVENTION: HUMAN SODIUM- HYDROGEN EXCHANGER LIKE PROTEIN 1 

5 <130> FILE REFERENCE: PB01108 
C--> 7 <140> CURRENT APPLICATION NUMBER: US/10/060,998 
C--> 7 <141> CURRENT FILING DATE : 2002-01-30 

7 <150> PRIOR APPLICATION NUMBER: PCT/US01/00666 

8 <151> PRIOR FILING DATE: 2001-01-30 

10 <150> PRIOR APPLICATION NUMBER: US 09/864,761 

11 <151> PRIOR FILING DATE: 2001-05-23 

13 <150> PRIOR APPLICATION NUMBER: US 60/343,331 

14 <151> PRIOR FILING DATE: 2001-12-21 
16 <160> NUMBER OF SEQ ID NOS : 3056 

18 <170> SOFTWARE: Aeomica Sequence Listing Engine 

20 <210> SEQ ID NO: 1 

21 <211> LENGTH: 2078 

22 <212> TYPE: DNA 

23 <213> ORGANISM: Homo sapiens 

25 <400> SEQUENCE: 1 

26 atagccctta tccaggtttt tatctaagga atcccaagaa gactggggaa tggagagaca 60 

27 gtcaagggtt atgtcagaaa aggatgagta tcagtttcaa catcagggag cggtggagct 120 

28 gcttgtcttc aattttttgc tcatccttac cattttgaca atctggttat ttaaaaatca 180 

29 tcgattccgc ttcttgcatg aaactggagg agcaatggtg tatggcctta taatgggact 240 

30 aattttacga tatgctacag caccaactga tattgaaagt ggaactgtct atgactgtgt 300 

31 aaaactaact ttcagtccat caactctgct ggttaatatc actgaccaag tttatgaata 360 

32 taaatacaaa agagaaataa gtcagcacaa catcaatcct catcaaggaa atgctatact 420 

33 tgaaaagatg acatttgatc cagaaatctt cttcaatgtt ttactgccac caattatatt 480 

34 tcatgcagga tatagtctaa agaagagaca cttttttcaa aacttaggat ctattttaac 540 

35 gtatgccttc ttgggaactg ccatctcctg catcgtcata gggttaatta tgtatggttt 600 

36 tgtgaaggct atgatacatg ctggccagct gaaaaatgga gactttcatt tcactgactg 660 

37 tttatttttt ggttcactga tgtctgctac agatccagtg acagtgctgg ccattttcca 720 
3 8 tgaactgcac gtcgaccctg acctgtacac actcttgttt ggagagagtg tgttgaatga 780 

39 tgcagtggcc atagtcctta catattctat atccatttac agtcccaagg agaatccaaa 840 

40 tgcatttgat gccgcagcat tcttccagtc tgtggggaat ttcctgggaa tcttcgctgg 900 

41 ctcatttgca atggggtctg cgtatgccat catcacagca ctgttgacca aatttaccaa 960 

42 gctgtgtgag ttcccgatgc tggaaaccgg cctgtttttc ctgctttctt ggagtgcctt 1020 

43 cctgtctgcc gaggctgccg gcctaacagg gatagttgct gttctcttct gtggagtcac 1080 

44 acaagcacat tatacctaca acaatctgtc ttcggattcc aaaataagaa ctaaacagtt 1140 

45 gtttgaattt atgaactttt tggcggagaa cgtcatcttc tgttacatgg gcctggcact 1200 

46 gttcacgttc cagaatcata tctttaatgc tctttttata cttggagcct ttctagcaat 1260 

47 ttttgttgcc agagcctgca acatatatcc cctctccttc ctcctgaatc taggccgaaa 1320 

48 acagaagatc ccctggaact ttcagcacat gatgatgttt tcaggtttgc gaggagcgat 1380 

49 cgcatttgcc ttagctattc ggaacacaga atctcagccc aaacaaatga tgtttaccac 1440 

50 tacgctgctc ctcgtgttct tcactgtctg ggtatttgga ggaggaacaa cccccatgtt 1500 
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51 gacttggctt cagatcagag ttggcgtgga cctggatgaa aatctgaagg aggacccctc 1560 

52 ctcacaacac caggaagcaa ataacttgga taaaaacatg acgaaagcag agagtgctcg 1620 

53 gctcttcaga atgtggtata gctttgacca caagtatctg aaaccaattt taacccactc 1680 

54 tggtcctccg ctgactacaa cattacctga atggtgtggt ccgatttcca ggctgcttac 1740 

55 cagtcctcaa gcctatgggg aacagctaaa agaggatgat gtggaatgca ttgtaaacca 1800 

56 ggatgaacta gccataaatt accaggagca agcctcctca ccctgcagtc ctcctgcaag 1860 

57 gctaggtctg gaccagaaag cttcacccca gacgccaggc aaggaaaaca tttatgaggg 1920 

58 agacctcggc ctgggaggct atgaactcaa gcttgagcaa actttgggtc aatcccagtt 1980 

59 gaattaattg gcatgaagag tacagatgta atcacaagta atgcaagact cactgaggaa 2040 

60 tacaagccaa gctgatgagg cagtacaggg gagaggct 2078 

62 <210> SEQ ID NO: 2 

63 <211> LENGTH: 1938 

64 <212> TYPE: DriA 

65 <213> ORGANISM: Homo sapiens 

67 <400> SEQUENCE: 2 

68 atggagagac agtcaagggt tatgtcagaa aaggatgagt atcagtttca acatcaggga 60 

69 gcggtggagc tgcttgtctt caattttttg ctcatcctta ccattttgac aatctggtta 120 

70 tttaaaaatc atcgattccg cttcttgcat gaaactggag gagcaatggt gtatggcctt 180 

71 ataatgggac taattttacg atatgctaca gcaccaactg atattgaaag tggaactgtc 24 0 

72 tatgactgtg taaaactaac tttcagtcca tcaactctgc tggttaatat cactgaccaa 300 

73 gtttatgaat ataaatacaa aagagaaata agtcagcaca acatcaatcc tcatcaagga 360 

74 aatgctatac ttgaaaagat gacatttgat ccagaaatct tcttcaatgt tttactgcca 420 

75 ccaattatat ttcatgcagg atatagtcta aagaagagac acttttttca aaacttagga 480 
7 6 tctattttaa cgtatgcctt cttgggaact gccatctcct gcatcgtcat agggttaatt 540 

77 atgtatggtt ttgtgaaggc tatgatacat gctggccagc tgaaaaatgg agactttcat 600 

78 ttcactgact gtttattttt tggttcactg atgtctgcta cagatccagt gacagtgctg 660 

79 gccattttcc atgaactgca cgtcgaccct gacctgtaca cactcttgtt tggagagagt 720 

80 gtgttgaatg atgcagtggc catagtcctt acatattcta tatccattta cagtcccaag 780 

81 gagaatccaa atgcatttga tgccgcagca ttcttccagt ctgtggggaa tttcctggga 840 

82 atcttcgctg gctcatttgc aatggggtct gcgtatgcca tcatcacagc actgttgacc 900 

83 aaatttacca agctgtgtga gttcccgatg ctggaaaccg gcctgttttt cctgctttct 960 

84 tggagtgcct tcctgtctgc cgaggctgcc ggcctaacag ggatagttgc tgttctcttc 1020 

85 tgtggagtca cacaagcaca ttatacctac aacaatctgt cttcggattc caaaataaga 1080 

86 actaaacagt tgtttgaatt tatgaacttt ttggcggaga acgtcatctt ctgttacatg 1140 

87 ggcctggcac tgttcacgtt ccagaatcat atctttaatg ctctttttat acttggagcc 1200 

88 tttctagcaa tttttgttgc cagagcctgc aacatatatc ccctctcctt cctcctgaat 1260 

89 ctaggccgaa aacagaagat cccctggaac tttcagcaca tgatgatgtt ttcaggtttg 1320 

90 cgaggagcga tcgcatttgc cttagctatt cggaacacag aatctcagcc caaacaaatg 1380 

91 atgtttacca ctacgctgct cctcgtgttc ttcactgtct gggtatttgg aggaggaaca 1440 

92 acccccatgt tgacttggct tcagatcaga gttggcgtgg acctggatga aaatctgaag 1500 

93 gaggacccct cctcacaaca ccaggaagca aataacttgg ataaaaacat gacgaaagca 1560 

94 gagagtgctc ggctcttcag aatgtggtat agctttgacc acaagtatct gaaaccaatt 1620 

95 ttaacccact ctggtcctcc gctgactaca acattacctg aatggtgtgg tccgatttcc 1680 

96 aggctgctta ccagtcctca agcctatggg gaacagctaa aagaggatga tgtggaatgc 1740 

97 attgtaaacc aggatgaact agccataaat taccaggagc aagcctcctc accctgcagt 1800 

98 cctcctgcaa ggctaggtct ggaccagaaa gcttcacccc agacgccagg caaggaaaac 1860 

99 atttatgagg gagacctcgg cctgggaggc tatgaactca agcttgagca aactttgggt 1920 

100 caatcccagt tgaattaa 1938 
102 <210> SEQ ID NO: 3 
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244 tgaaaagatg acatttgatc cagaaatctt cttcaatgtt ttactgccac caattatatt 480 
24 5 tcatgcagga tatagtctaa agaagagaca cttttttcaa aacttaggat ctattttaac 540 

246 gtatgccttc ttgggaactg ccatctcctg catcgtcata gggttaatta tgtatggttt 600 

247 tgtgaaggct atgatacatg ctggccagct gaaaaatgga gactttcatt tcactgactg 660 

248 tttatttttt ggttcactga tgtctgctac agatccagtg acagtgctgg ccattttcca 720 

249 tgaactgcac gtcgaccctg acctgtacac actcttgttt ggagagagtg tgttgaatga 780 

250 tgcagtggcc atagtcctta catattctat atccatttac agtcccaagg agaatccaaa 840 

251 tgcatttgat gccgcagcat tcttccagtc tgtggggaat ttcctgggaa tcttcgctgg 900 

252 ctcatttgca atggggtctg cgtatgccat catcacagca ctgttgacca aatttaccaa 960 

253 gctgtgtgag ttcccgatgc tggaaaccgg cctgtttttc ctgctttctt ggagtgcctt 1020 

254 cctgtctgcc gaggctgccg gcctaacagg gatagttgct gttctcttct gtggagtcac 1080 

255 acaagcacat tatacctaca acaatctgtc ttcggattcc aaaataagaa ctaaacagtt 1140 

256 gtttgaattt atgaactttt tggcggagaa cgtcatcttc tgttacatgg gcuLggcact 1200 

257 gttcacgttc cagaatcata tctttaatgc tctttttata cttggagcct ttctagcaat 1260 

258 ttttgttgcc agagcctgca acatatatcc cctctccttc ctcctgaatc taggccgaaa 1320 
acagaagatc ccctggaact ttcagcacat gatgatgttt tcaggtttgc gaggagcgat 1380 
cgcatttgcc ttagctattc ggaacacaga atctcagccc aaacaaatga tgtttaccac 1440 
tacgctgctc ctcgtgttct tcactgtctg ggtatttgga ggaggaacaa cccccatgtt 1500 
gacttggctt cagatcagag ttggcgtg 1528 
<210> SEQ ID NO: 5 

265 <211> LENGTH: 49 

266 <212> TYPE: DNA 

267 <213> ORGANISM: Homo sapiens 

269 <400> SEQUENCE: 5 

270 atagccctta tccaggtttt tatctaagga atcccaagaa gactgggga 49 

272 <210> SEQ ID NO: 6 

273 <211> LENGTH: 1479 

274 <212> TYPE: DNA 

275 <213> ORGANISM: Homo sapiens 

277 <400> SEQUENCE: 6 

278 atggagagac agtcaagggt tatgtcagaa aaggatgagt atcagtttca acatcaggga 60 

279 gcggtggagc tgcttgtctt caattttttg ctcatcctta ccattttgac aatctggtta 120 

280 tttaaaaatc atcgattccg cttcttgcat gaaactggag gagcaatggt gtatggcctt 180 

281 ataatgggac taattttacg atatgctaca gcaccaactg atattgaaag tggaactgtc 240 

282 tatgactgtg taaaactaac tttcagtcca tcaactctgc tggttaatat cactgaccaa 300 

283 gtttatgaat ataaatacaa aagagaaata agtcagcaca acatcaatcc tcatcaagga 360 

284 aatgctatac ttgaaaagat gacatttgat ccagaaatct tcttcaatgt tttactgcca 420 

285 ccaattatat ttcatgcagg atatagtcta aagaagagac acttttttca aaacttagga 480 

286 tctattttaa cgtatgcctt cttgggaact gccatctcct gcatcgtcat agggttaatt 540 

287 atgtatggtt ttgtgaaggc tatgatacat gctggccagc tgaaaaatgg agactttcat 600 

288 ttcactgact gtttattttt tggttcactg atgtctgcta cagatccagt gacagtgctg 660 

289 gccattttcc atgaactgca cgtcgaccct gacctgtaca cactcttgtt tggagagagt 720 

290 gtgttgaatg atgcagtggc catagtcctt acatattcta tatccattta cagtcccaag 780 

291 gagaatccaa atgcatttga tgccgcagca ttcttccagt ctgtggggaa tttcctggga 840 

292 atcttcgctg gctcatttgc aatggggtct gcgtatgcca tcatcacagc actgttgacc 900 

293 aaatttacca agctgtgtga gttcccgatg ctggaaaccg gcctgttttt cctgctttct 960 

294 tggagtgcct tcctgtctgc cgaggctgcc ggcctaacag ggatagttgc tgttctcttc 1020 

295 tgtggagtca cacaagcaca ttatacctac aacaatctgt cttcggattc caaaataaga 1080 

296 actaaacagt tgtttgaatt tatgaacttt ttggcggaga acgtcatctt ctgttacatg 1140 



259 
260 
261 
262 
264 
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VERIFICATION SUMMARY DATE: 02/22/2002 

PATENT APPLICATION: US/10/060, 998 TIME: 16:20:11 

Input Set : F:\pto_PB0U08.txt 

Output Set: N:\CRF3\02222002\J060998.xaw 

L:7 M:270 C: Current Application Number differs, Replaced Current Application No 
L:7 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
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